The synthesis, reactions and biological properties of substituted imidazole constitutes a significant part of modern heterocyclic chemistry. Compounds containing an imidazole ring system have many pharmacological properties and play important roles in biochemical processes. Many of substituted diaryl imidazoles are known as inhibitors of P38 MAP Kinase (Balalaie, et al., 2003; Nagarapu, et al., 2007; Kidwai, et al., 2007) .
The molecular conformation of the title compound, C 28 H 21 ClN 2 , is stabilized by an intramolecular C-HÁ Á ÁN hydrogen bond. It has many pharmacological properties, such as being an inhibitor of P38 MAP Kinase, and can play an important role in biochemical processes.
Related literature
For related structures and properties, see: Balalaie et al. (2003) ; Nagarapu et al. (2007) ; Kidwai et al. (2007) .
Experimental
Crystal data C 28 H 21 ClN 2 M r = 420.92 Triclinic, P1 a = 7.4880 (11) Å b = 9.2711 (16) Å c = 16.049 (3) Å = 87.169 (13) = 76.704 (12) = 87.842 (13) V = 1082.6 (3) Å 3 Z = 2 Mo K radiation = 0.19 mm À1 T = 290 (2) K 0.3 Â 0.2 Â 0.2 mm Data collection STOE IPDS-II diffractometer Absorption correction: none 8769 measured reflections 4246 independent reflections 2814 reflections with I > 2(I) R int = 0.034 Refinement R[F 2 > 2(F 2 )] = 0.041 wR(F 2 ) = 0.090 S = 0.94 4246 reflections 288 parameters H atoms treated by a mixture of independent and constrained refinement Á max = 0.13 e Å À3 Á min = À0.20 e Å À3 Table 1 Hydrogen-bond geometry (Å , ).
Data collection: X-AREA (Stoe & Cie, 1997); cell refinement: X-AREA; data reduction: X-AREA; program(s) used to solve structure: SHELXS97 (Sheldrick, 2008) ; program(s) used to refine structure: SHELXL97 (Sheldrick, 2008) ; molecular graphics: DIAMOND (Brandenburg, 2001) ; software used to prepare material for publication: SHELXL97. Fractional atomic coordinates and isotropic or equivalent isotropic displacement parameters (Å 2 )
x y z U iso */U eq Cl1 0.17061 (7) 0.52946 (7) 0.32233 (4) 0.0741 (2) 0.0399 (8) 0.0402 (10) 0.0396 (9) −0.0009 (7) −0.0126 (7) −0.0028 (7) C3 0.0473 (9) 0.0531 (11) 0.0429 (10) −0.0051 (8) −0.0102 (8) −0.0057 (8) C4
0.0445 (9) 0.0407 (10) 0.0407 (9) −0.0038 (7) −0.0136 (7) −0.0021 (7) C5 0.0408 (8) 0.0473 (10) 0.0383 (9) −0.0095 (7) −0.0096 (7) 0.0000 (8) C6 0.0400 (9) 0.0621 (13) 0.0497 (11) 0.0020 (8) −0.0156 (8) −0.0205 (9) C7 0.0400 (9) 0.0491 (11) 0.0598 (12) −0.0063 (8) −0.0124 (8) −0.0105 (9) C8 0.0427 (8) 0.0372 (9) 0.0384 (9) −0.0002 (7) −0.0109 (7) −0.0040 (7) C9 0.0401 (8) 0.0419 (9) 0.0394 (9) −0.0012 (7) −0.0128 (7) −0.0033 (7) C10 0.0417 (9) 0.0516 (11) 0.0402 (10 
